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SEQUENCE LISTING 

<110> GeneProt, Inc. 

Bouguel eret f Lydi e 
jeandenans, Catherine 
pardo, Bruno 

<120> SECRETED POLYPEPTIDE SPECIES ASSOCIATED WITH CARDIOVASCULAR DISORDERS 

<130> 5022-W001 

<150> US 60/394,576 
<151> 2002-07-02 

<150> US 60/438,664 
<151> 2003-01-07 

<160> 10 

<170> Patentin version 3.1 

<210> 1 

<211> 227 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 

<222> (1)..(22) 
<223> 

<220> 

<221> mat_peptide 

<222> (23).. (227) 
<223> 

<220> 

<221> MISCFEATURE 

<222> (109) . . (109) 

<223> conserved Glu83 in cis (pebp_human numbering) 



<220> 

<221> BINDING 
<222> (146) . . (149) 
<223> 

<220> 

<221> BINDING 
<222> (96) . . (100) 
<223> 

<220> 

<221> DISULFID 
<222> (43) . . (64) 
<223> 

<220> 

<221> DISULFID 
<222> (30).. (58) 
<223> 

<400> 1 

Met Gly Trp Thr Met Arg Leu val Thr Ala Ala Leu Leu Leu Gly Leu 
7 -20 -15 -10 
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Met Met val val Thr Gly Asp Glu Asp Glu Asn ser Pro cys Ala His 
-5 -11 5 10 

Glu Ala Leu Leu Asp Glu Asp Thr Leu Phe Cys Gin Gly Leu Glu val 
15 20 25 

Phe Tyr Pro Glu Leu Gly Asn lie Gly Cys Lys val val Pro Asp Cys 
30 35 40 

Asn Asn Tyr Arg Gin Lys lie Thr ser Trp Met Glu Pro lie val Lys 
45 50 55 

Phe Pro Gly Ala val Asp Gly Ala Thr Tyr lie Leu val Met val Asp 
60 65 70 

Pro asd Ala Pro ser Arg Ala Glu Pro Arg Gin Arg Phe Trp Arg His 
75 80 85 90 

Trp Leu val Thr Asp He Lys Gly Ala Asp Leu Lys Glu Gly Lys lie 
95 100 105 

Gin Gly Gin Glu Leu Ser Ala Tyr Gin Ala Pro Ser Pro Pro Ala His 
110 115 120 

Ser Gly Phe His Arg Tyr Gin Phe Phe val Tyr Leu Gin Glu Gly Lys 
125 130 135 

val lie Ser Leu Leu Pro Lys Glu Asn Lys Thr Arg Gly Ser Trp Lys 
140 145 150 

Met Asp Arg Phe Leu Asn Arg Phe His Leu Gly Glu Pro Glu Ala ser 
155 160 165 170 

Thr Gin Phe Met Thr Gin Asn Tyr Gin Asp ser Pro Thr Leu Gin Ala 
175 180 185 

pro Arg Glu Arg Ala Ser Glu Pro Lys His Lys Asn Gin Ala Glu lie 
190 195 200 

Ala Ala Cys 
205 

<210> 2 

<211> 205 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> BINDING 
<222> (74).. (78) 
<223> 

<220> 

<221> MISC^FEATURE 
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<223> conserved Glu83 in cis (PEBP_HUMAN numbering) 



<220> 

<221> DISULFID 
<222> (21) . . (42) 
<223> 

<220> 

<221> DISULFID 
<222> (8).. (36) 
<223> 

<220> 

<221> BINDING 
<222> (124) . . (127) 
<223> 

<400> 2 

Asp Glu Asp Glu Asn ser Pro cys Ala His Glu Ala Leu Leu Asp Glu 
15 10 15 



asp Thr Leu Phe Cys Gin Gly Leu Glu val Phe Tyr Pro Glu Leu Gly 
20 25 30 



Asn lie Gly Cys Lys val val Pro Asp cys Asn Asn Tyr Arg Gin Lys 
35 40 45 



lie Thr ser Trp Met Glu Pro lie val Lys Phe Pro Gly Ala val Asp 
50 55 60 



Gly Ala Thr Tyr lie Leu val Met val Asp Pro Asp Ala Pro Ser Arg 
65 70 75 80 



Ala Glu Pro Arg Gin Arg Phe Trp Arg His Trp Leu val Thr Asp lie 
85 90 95 



Lys Gly Ala Asp Leu Lys Glu Gly Lys He Gin Gly Gin Glu Leu ser 
100 105 110 



Ala Tyr Gin Ala Pro Ser Pro Pro Ala His ser Gly Phe His Arg Tyr 
115 120 125 



Gin Phe Phe val Tyr Leu Gin Glu Gly Lys val lie ser Leu Leu Pro 
130 135 140 



Lys Glu Asn Lys Thr Arg Gly Ser Trp Lys Met Asp Arg Phe Leu Asn 
145 150 155 160 



Phe His Leu Gly Glu Pro Glu Ala ser Thr Gin Phe Met Thr Gin 
165 170 175 



Asn Tyr Gin Asp ser Pro Thr Leu Gin Ala Pro Arg Glu Arg Ala Ser 



180 



185 
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Glu Pro Lys His Lys Asn Gin Ala Glu He Ala Ala cys 
195 200 205 

<210> 3 

<211> 223 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> (1) . . C22) 
<223> 

<220> 

<221> DISULFID 
<222> (43) . . (64) 
<223> 

<220> 

<221> DISULFID 
<222> (30).. (58) 
<223> 

<220> 

<221> MI SC_F EATU R E 

<222> (109) . . (109) 

<223> conserved Glu83 in cis (PEBP_HUMAN numbering) 
<220> 

<221> BINDING 

<222> (146) . . (149) 
<223> 

<220> 

<221> BINDING 
<222> (96) . . (100) 
<223> 

<220> 

<221> mat_peptide 

<222> (23).. (223) 
<223> 

<400> 3 

Met Gly Trp Thr Met Arg Leu val Thr Ala Ala Leu Leu Leu Gly Leu 
-20 -15 -10 

Met Met val val Thr Gly Asp Glu Asp Glu Asn ser Pro cys Ala His 
-5 -11 5 10 

Glu Ala Leu Leu Asp Glu Asp Thr Leu Phe cys Gin Gly Leu Glu val 
15 20 25 

Phe Tyr Pro Glu Leu Gly Asn lie Gly Cys Lys val val Pro Asp Cys 
30 35 40 

Asn Asn Tyr Arg Gin Lys lie Thr ser Trp Met Glu Pro lie val Lys 
45 50 55 
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Phe Pro Gly Ala val Asp Gly Ala Thr Tyr lie Leu val Met val Asp 
60 65 70 

pro Asp Ala Pro Ser Arg Ala Glu Pro Arg Gin Arg Phe Trp Arg His 
75 80 85 90 

Trp Leu val Thr Asp He Lys Gly Ala Asp Leu Lys Glu Gly Lys lie 
95 100 105 

Gin Gly Gin Glu Leu ser Ala Tyr Gin Ala Pro Ser Pro Pro Ala His 
110 115 120 

ser Gly Phe His Arg Tyr Gin Phe Phe val Tyr Leu Gin Glu Gly Lys 
125 130 135 

val lie Ser Leu Leu Pro Lys Glu Asn Lys Thr Arg Gly Ser Trp Lys 
140 145 150 

Met Asp Arg Phe Leu Asn Arg Phe His Leu Gly Glu Pro Glu Ala ser 
155 160 " 165 170 

Thr Gin Phe Met Thr Gin Asn Tyr Gin Asp Ser Pro Thr Leu Gin Ala 
175 180 185 

Pro Arg Gly Arg Ala Ser Glu Pro Lys His Lys Thr Arg Arg Arg 
195 195 200 

<210> 4 

<211> 201 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> BINDING 
<222> (74) . . (78) 
<223> 

<220> 

<221> DISULFID 
<222> (21) . . (42) 
<223> 

<220> 

<221> DISULFID 
<222> (8) . . (36) 
<223> 

<220> 

<221> MISC_FEATURE 

<222> (87).. (87) . ^ 

<223> conserved Glu83 in cis (PEBP_HUMAN numbering) 

<220> 

<221> BINDING 
<222> (124) . . (127) 
<223> 

<400> 4 
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asp Glu Asp Glu Asn ser Pro Cys Ala His Glu Ala Leu Leu Asp Glu 
15 10 15 

Asp Thr Leu Phe Cys Gin Gly Leu Glu val Phe Tyr Pro Glu Leu Gly 
20 25 30 

Asn lie Gly Cys Lys val val Pro Asp Cys Asn Asn Tyr Arg Gin Lys 
35 40 45 

lie Thr ser Trp Met Glu Pro lie val Lys Phe Pro Gly Ala val Asp 
50 55 60 

Gly Ala Thr Tyr lie Leu val Met val Asp Pro Asp Ala Pro Ser Arg 
65 70 75 80 

Ala Glu Pro Arg Gin Arg Phe Trp Arg His Trp Leu val Thr Asp lie 
85 ~ 90 95 

Lys Gly Ala Asp Leu Lys Glu Gly Lys lie Gin Gly Gin Glu Leu Ser 
100 105 110 

Ala Tyr Gin Ala Pro ser Pro Pro Ala His Ser Gly Phe His Arg Tyr 
115 120 125 

Gin Phe Phe val Tyr Leu Gin Glu Gly Lys val lie Ser Leu Leu Pro 
130 135 140 

Lys Glu Asn Lys Thr Arg Gly Ser Trp Lys Met Asp Arg Phe Leu Asn 
145 150 155 160 

Arg Phe His Leu Gly Glu Pro Glu Ala Ser Thr Gin Phe Met Thr Gin 
165 170 175 

Asn Tyr Gin Asp Ser Pro Thr Leu Gin Ala Pro Arg Gly Arg Ala ser 
180 185 190 

Glu Pro Lys His Lys Thr Arg Arg Arg 
195 200 

<210> 5 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 5 

lie Thr ser Trp Met Glu Pro lie Val Lys 
15 10 

<210> 6 

<211> 22 

<212> PRT 

<213> Homo sapiens 
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<400> 6 

Phe Pro Gly Ala val Asp Gly Ala Thr Tyr lie Leu val Met val Asp 
1 5 10 15 

pro Asp Ala Pro ser Arg 
20 

<210> 7 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 7 

His Trp Leu val Thr Asp lie Lys 
1 5 

<210> 8 

<211> 22 

<212> PRT 

<213> Homo sapiens 

<400> 8 

lie Gin Gly Gin Glu Leu Ser Ala Tyr Gin Ala Pro Ser Pro Pro Ala 
15 10 15 

His Ser Gly Phe His Arg 
20 

<210> 9 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Tyr Gin Phe Phe val Tyr Leu Gin Glu Gly Lys 
1 5 10 

<210> 10 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 10 

val lie ser Leu Leu Pro Lys 
1 5 
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